It seems likely that clonal evolution in T.
cruzi is ancient and that numerous clones have been evolving independently for a long time. The large biochemical heterogeneity of the parasite -shown for example, by the large genetic distance values -would be a direct consequence of the long separate evolution of the natural clones. The correlation observed between isozyme and schizodeme patterns23 strongly suggests that both types of variability are related to evolutionary time (representing a sort of 'molecular clock'), which reinforces their usefulness for determining phylogenetic relationships.
The present distribution of T. cruzi genotypes would be the combined result of absent (or severely limited) recombination, chance extinction of lineages, various distribution and historical factors, and possible selective differences among clones.
Since T, cruzi zymodemes'do not fall into a limited set of well-separated clusters, it seems likely that examination of a larger number of enzyme loci (or other genetic markers) and a more diversified sample of stocks would probably identify additional clones. This makes it unwise to assign any number or label to the zymodemes or schizodemes that would pretend to be definitive, and rejects a typological approach to the infraspecific variability of T. cruzi. New isolates should be characterized in comparison with a representative set of reference laboratory stocks, using a sufficient range of markers. 
